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Augustus Gene Predictions

GC Percent
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RefSeq mRNAs mapped to this assembly
NM_001127715.2

CpG Islands (Islands < 300 Bases are Light Green)
Unmasked CpG
RepeatMasker Repetitive Elements

Simple Tandem Repeats by TRF
Simple Repeats
nomic Intervals Masked by WindowMasker + SDust

wM+soust I LETT LT IEIE T IN || II NI WY I 0l o Wl | | 11



