Scale 5 kb | GCA_022749695.1

JALCYL010000001.1: | 51,332,000 51,333,000/ 51,334,000 51,335,000 51,336,000 51,337,000 51,338,000 51,339,000/ 51,340,000
All gaps of unknown nucleotides (N’s), including AGP annotated gaps

All Gaps
Assembl
RIAXKOAZMONNIO[0O[0J00NMUE > > > > 5555555555553 55 5355555553535 355353 5355555355555 5353533355535 5535535355555 5355555355553 5355553555555 5>5>55555%)>
70 _ GC Percent in 5-Base Windows
GC Percent
30 _

Augustus Gene Predictions
RefSeq mRNAs mapped to this assembly
NM_001193337.1

CpG Islands on All Sequence (Islands < 300 Bases are Light Green)
RepeatMasker Repetitive Elements
A-rich DR0691673 DR0691904 f
DR0691696 EERY DR0691677 UCONo |
(ATAA)N |
A-rich ||
Simple Tandem Repeats by TRF
Simple Repeats . | |
Genomic Intervals Masked ti/ WindowMasker + SDust

wMvm+sbust IIIIIEIR 1 00D VLD WL 0 ML Il 1 IR L M Tl B m 1 1l



